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LOCUS AT2 receptor C-terminal end icG 5? DS-DNA 

ORGANISM Mouse 

BASES 41 A 33 C 36 G 50 T 

Nucleic acids 1 TGTGTTAATC CCTTCCTGTA TTGT7TXGTT GGAAACCGCT 
TCCAACAGAJ^ CGTCCGCAG7 GTdTTTAGAG TTCCCATTAC 
TTGGCTCCAA GGCAAGAGAG AGis^CTATGIC TIGCAGAAAi*. 
121 GGCACTTCTC TTAGAGAAAT GGXCACCTTT GIGTCTTA.QlA 



Translation into amino acids 

CVNPFLYCrv GNRTQQNVRS VTRV/PITWLO GKc^TMSCRK 
GSSLREMDTFVS- 
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GCTACCCCCCCCCCACCCACCCCCCAATCTGGGTCCCCr3GCArTAGCATCTi^GC7TCrTTTTCrcr.3GC 
TGTATCTCTTCGCCTGCAAGAACCCCGAGTTGCCAAGAGACACAGTArGTGATGGTCCCTCGA.\A.\CCTCCT 

TCCCC-rGCGA.^CTTCTCCCACTGCC-TCCAACAC ATG CTG TTC TCT CCC .i.;.A TTC TCC TTA 

STIHVRLTAKGIL 
TCC ACC ATC CAC GTC CCC CTA ACC CCC A.^A CCA CTG C7T 

PSGLaKjJTVr?KT 
CC? TCG GCC CTC AGG AAA AAC ACT CTC ATT TTC C.-.C ACA 



^ N L. R L 
PCA AAC CTC CGC CTC 

£ K G 
3TT GAA AAC GGC AGC 



*3 X ^^ ? s 1 c : c r T A P 3 V L 

CAG AAG AAT CCC AGO AGC CTG TGC ATC CAG ACC CAG ACA OCT CCA GAT GTG CTG 
TCC TCC GAC AGA ACG CTT CAG TTG GCC CAA TAG AJ^.G ACA tW. TGT CAA AGC c7a 



SCFILKLR OI-L 
ACT GGA TTC ATC CTG CAC CTC AGG CAC CTT CTT 

EALTVVIQU IL 
GAA GCG CTG ACA GTT GTG ATC CAG CAC CTC CTG 



5 R I G N W ;< T 
:ZZ CCT bCT .\AC AAC AAG TTT 



TCr GAG 



IcGG G- 



i A L 
AG GAA CCA CTG 



^cQhkti,sqh:lvsl!?(gelv 

AAG CAA CAC AAA ACC CTC TCT CAA GAA CTT GTC AGC CTC (CGG GGA GAG CTA GTT 
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CCGCTTCTGAACGCAGGACACTCTCTGAAGGCACTGAGGTCCGCTTCTCCAG4ACTGACCCTCTCATCGGA 1571 

ACTCGAGTTGCTGCGTTAGCTCTCTGGAATATCCCCAGGATATCCGCACAGCAGCCGCCAACCGTATCAGC 1643 

TACCTACGAATAGACACCTCC AAT AC AACACTTTTAACTTCGTCC AAAACCC-fCCTCC AAAAAC AG ATTTC 1 7 1 :i 

GGAACTGAAGTGGACATACTTGCACAAAGCACTTACGGAACGAGGGAACCTT^TTCTTTGCCTTCCTTCAC 178 4 

CTAACCATAGGCTTTCCAG 1 8 G 3 
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cagC9C9ac7C?gccca7a;g-ca9C = c?ca9ACCt9cagga99?a9acc?C^ccca9a9gaAgagcaccdz= '2 

ccggcaAcacccgaaa.9c9aaaacg9aagcc3g««acacccggcca9CCCCffgg9gac = m.cc=ccccac^ l.:^ 

cccccgcggcyga*cgftca;ctgcictgtaggca=c--cccccrgac-gtatccc;cg?cczC5aAgdgcac 215 

cgagcccaaaaagacagtacgcgacag^ccacgga^azcgccccccccg^gtaarcczgccawccgcrccgz 2B3 



agac ATC TTC TTC TCT CCC ;iJkA TTC TCC TTA TCC ACC A?T CAC ATA CCA CTC ACZ 3C3 
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*gcffccaccaccggcggAA=cgagctcccgagacrggaagcccggasgaagactcccgcccccgcccaaaag 17 9 3 

acccccccaaaa&aagacccaaaaa«aga=ccc?gc&:::yacacggac?cc?c^gcacaugcar:caa3ga 19 67 

acgagagcaccstgcccatiycctcccccacccaagcACaaggggaaaaaccctcagggccccaccaajac: 193 9 

c*caacecccgcaac5rcc;icaccacagacaccr;c--5Cffagt::t:*gr=tgAccgz:gggggigggg5S 2C11 

cgcgaacgaaacggargccacagagcgccacgcyzccgacgcavcetcc-czg^cgcgcaczaaac^ccaaa 20 S3 

acccgaac*tazccggacac?caccaacc*aacaac«atcaaccde:cagcack=acac-cca5ccaaagcc 215 5 

acagaagaaaaagcaasagczccrcgaaccacga-cicctacraccaac-crjcccagccc-gcaacagggt 22 2 7 

Agggagagggcacaacaggaagagctctgacctgccccigcccacacaccczcpgcaccczccgggsg-aac 229 3 

cccccggcagtcccccagcgwCC*gccacgccag;igaaaccagaz;z = =ccgiagactcctcaczraccca 23 7i 

Lgtgagcctaacaccaccccgcaacttcacc^tcccaggcracgcgcaaacgca^aaccccaacccccccaca 244 3 

aaaa&acaaaccaaccaaccgcgcaaaaaaagaaaaagggaogT:accaacggg^tc:;cccaccc^ac-c:ca 2S15 

cccccgacccacccccgwagacce:aaccsgcc;: = -icccicc=a = -*^=ccck = ccccc-rccacccc-;i 2 53 7 

ccaccacccagagceacaaaagcaaaceccccac^ccccscccaci-zzccc-gggacaaggacaaaggaai 36S9 

acgacttcccagacccccag4gecAgcrcaccct=cag5tgc!:gaei==accctzcaaacaaacraa*gc=t 3731 

I 

sga-ccgocattacaaaccssgffgaaassccagaataaagaacga^iicaagjhajwCaciggcragcacAA 2803 
ctAagAaAggcagga;ccAgcgctiac=gacgacgcA?i£.cccgAii;aagaa^ac*?-crggffa5'gacagc 2 97$ 
9CCcacc:cccagccaccc=c;aaffgagcc=cc=cgz=z-cyggAiAqr;AgcagAacggcccgeccc=cccc 29C7 
CAcgagtggaAaacgzggccrgcccaacccccci-caggccLgcar^icagciiccc-ccaAaAcriaccacc 3C1? 
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ccccccaaccccgagdcn-rggadadggcsTgaaggaagadcCwcrgccciACctcccccicccr^cAc^rgz 30 9i 
caacaccgcgacgt£agcaiCcaccad3Ccacac=ca<*cggccgcacaaa^a|cagcrgragzaacAa?aja 3153 
cccaggac5ccagaggcga&cacccggg£cacccacacgcacaccacacagc|agc=gacacccacgzcgca 323 5 
tgtrcccccaaattagcgac^ttgcgscctaagcccccaacccGcaacaccccatsacgzacgca^ccccrc 3? 07 
atgcrcgcccc-gacaaacggaaacgzaggtccacrgccact ccacgagacacctcigcccacgctcccaag 3 3 79 
CCgcccccaacgacaccagccaaagczgggc^r-gccaczca-cccccaggcaiggcaaaccccgrg^ig^wC 3 4Si 
cccgccgccccccgcaccacgcgaccggcaaacaaazcrcaragcagccaacicaaaacacc wczggaggai 3 5 23 
gggagagaacaggagggaaga=gggda£caaaacagagaactcccaaga:cc;g:: ==aaaccaaacgcc=ca 3 595 
cgcagaargcaaaacgccggcacgTcaaaaacazgaaigzgcagacaacrgc4ffCZgcgc:cagcrzgcagr 3 £57 
gacgggaagcgcaccccaccccgaccaaacaaacaacgccggaacacccaaaiaaaaaaaaaaaaaaaaaaa 3 73 9 
aaa 3-743 
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Reading frame: ... TGG ATC CCC insert 



BamHI 

^ Stop codons in three frames 
pVP16 was constructed by Stan Hollenberg 
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